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Abstract:
High-throughput technologies and today Next Generation Sequencing (NGS) have allowed the
production of large genomic datasets: for instance, microarray data contain the simultaneous
expression of tens of thousands of genes or NGS data may reach several millions of genes
counts. Building Biomarkers from these data is a key problematic for tomorrows diagnostic
and personalized medicine. In this talk we will address several questions raised when
building classifiers based on such High-Dimensional data. Feature selection, Network
Reconstruction, learning classifiers, Model Stability are several of the issues we will discuss in
such settings. We will introduce the notion of ternary weight classifiers well present an
algorithm adapted to deal with metagenomics data. Finally, we will discuss the feasibility to
address such type of problems using Deep Learning.
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